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SINGLE-CELL SEQUENCING

As single-cell sequencing continues to take center stage across nearly all biological sciences, scientists spanning numerous industries across the
globe are recognizing its power as an investigative tool. However, the risk of suboptimal tissue preparation and the associated impact on one’s
research may be less noticeable. Here, we highlight potential risks and how they can negatively impact single-cell sequencing research.
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@{g} 0 RESULTS Suboptimally processing low quality samples Presenting or attempting to publish with low
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able data. possibly one’s reputation.

LACK OF QUALITY DATA CAN

IMPACT:

MAKING YOUR RESEARCH LESS CREDIBLE AND COSTLY.

These challenges can be addressed through Levitation Technology and the LeviCell workflow. Learn more at levitashio.com.
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